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<150> JP 2003-319538 
<151> 2003-09-11 

<160> 30 

<170> Patentln Ver. 3.3 

<210> 1 

<211> 1990 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (433) . . (1830) 
<400> 1 

gaattccggg ggtattggca gctgaggagt ggaggctggg cagctccgac tccctgacgc 60 

cagcgcgacc agatcaatcc aggctccagg agaaagcagg cgggcgggcg gagaaaggag 120 

aggccgagcg gctcaacccg ggccgaggct cggggagcgg agagtggcgc accgcccggc 180 

cgtccggacc cgggccgcga gaccccgctc gcccggccac tcgtgctccc gcacggacgg 240 

gcgcgccgcc aacccggtgc tgactgggtt acttttttaa acactaggaa tggtaatttc 300 

tactcttctg gacttcaaac taagaagtta aagagacttc tctgtaaata aacaaatctc 360 

ttctgctgtc cttttgcatt tggagacagc tttatttcac catatccaag gagtataact 420 

agtgctgtca tt atg aat gtg aca agt tta ttt tec ttt aca agt cca get 471 
Met Asn Val Thr Ser Leu Phe Ser Phe Thr Ser Pro Ala 
15 10 



gtg aag aga ctt ctt ggg tgg aaa cag ggc gat gaa gaa gaa aaa tgg 519 



Val Lys Arg Leu Leu Gly Trp Lys Gin Gly Asp Glu Glu Glu Lys Trp 
15 20 25 



gca gag aaa get gtt gat get ttg gtg aaa aaa ctg aag aaa aag aaa 5 67 

Ala Glu Lys Ala Val Asp Ala Leu Val Lys Lys Leu Lys Lys Lys Lys 

30 35 40 45 

ggt gec atg gag gaa ctg gaa aag gec ttg age tgc cca ggg caa ccg 615 

Gly Ala Met Glu Glu Leu Glu Lys Ala Leu Ser Cys Pro Gly Gin Pro 

50 55 60 

agt aac tgt gtc acc att ccc cgc tct ctg gat ggc agg ctg caa gtc 663 

Ser Asn Cys Val Thr lie Pro Arg Ser Leu Asp Gly Arg Leu Gin Val 

65 70 75 

tec cac egg aag gga ctg cct cat gtc att tac tgc cgt gtg tgg cgc 711 

Ser His Arg Lys Gly Leu Pro His Val lie Tyr Cys Arg Val Trp Arg 

80 85 90 

tgg ccc gat ctt cag age cac cat gaa eta aaa cca ctg gaa tgc tgt 759 

Trp Pro Asp Leu Gin Ser His His Glu Leu Lys Pro Leu Glu Cys Cys 

95 100 105 

gag ttt cct ttt ggt tec aag cag aag gag gtc tgc ate aat ccc tac 807 

Glu Phe Pro Phe Gly Ser Lys Gin Lys Glu Val Cys lie Asn Pro Tyr 

110 115 120 125 

cac tat aag aga gta gaa age cct gta ctt cct cct gtg ctg gtt cca 855 

His Tyr Lys Arg Val Glu Ser Pro Val Leu Pro Pro Val Leu Val Pro 

130 135 140 

aga cac age gaa tat aat cct cag cac age etc tta get cag ttc cgt 903 

Arg His Ser Glu Tyr Asn Pro Gin His Ser Leu Leu Ala Gin Phe Arg 

145 150 155 

aac tta gga caa aat gag cct cac atg cca etc aac gec act ttt cca 951 

Asn Leu Gly Gin Asn Glu Pro His Met Pro Leu Asn Ala Thr Phe Pro 

160 165 170 

gat tct ttc cag caa ccc aac age cac ccg ttt cct cac tct ccc aat 999 

Asp Ser Phe Gin Gin Pro Asn Ser His Pro Phe Pro His Ser Pro Asn 

175 180 185 

age agt tac cca aac tct cct ggg age age age age acc tac cct cac 1047 

Ser Ser Tyr Pro Asn Ser Pro Gly Ser Ser Ser Ser Thr Tyr Pro His 

190 195 200 205 

tct ccc acc age tea gac cca gga age cct ttc cag atg cca get gat 1095 

Ser Pro Thr Ser Ser Asp Pro Gly Ser Pro Phe Gin Met Pro Ala Asp 

210 215 220 

acg ccc cca cct get tac ctg cct cct gaa gac ccc atg acc cag gat 1143 

Thr Pro Pro Pro Ala Tyr Leu Pro Pro Glu Asp Pro Met Thr Gin Asp 

225 230 235 



ggc tct cag ccg atg gac aca aac atg atg gcg cct ccc ctg ccc tea 
Gly Ser Gin Pro Met Asp Thr Asn Met Met Ala Pro Pro Leu Pro Ser 



1191 



240 



245 



250 



gaa ate aac aga gga gat gtt cag gcg gtt get tat gag gaa cca aaa 1239 
Glu lie Asn Arg Gly Asp Val Gin Ala Val Ala Tyr Glu Glu Pro Lys 
255 260 265 



cac tgg tgc tct att gtc tac tat gag etc aac aat cgt gtg ggt gaa 1287 
His Trp Cys Ser lie Val Tyr Tyr Glu Leu Asn Asn Arg Val Gly Glu 
270 275 280 285 



gcg ttc cat gec tec tec aca agt gtg 
Ala Phe His Ala Ser Ser Thr Ser Val 
290 



ttg gtg gat ggt ttc act gat 1335 
Leu Val Asp Gly Phe Thr Asp 
295 300 



cct tec aac aat aag aac cgt ttc tgc ctt ggg ctg etc tec aat gtt 1383 
Pro Ser Asn Asn Lys Asn Arg Phe Cys Leu Gly Leu Leu Ser Asn Val 
305 310 315 



aac egg aat tec act att gaa aac ace agg egg cat att gga aaa gga 1431 
Asn Arg Asn Ser Thr lie Glu Asn Thr Arg Arg His lie Gly Lys Gly 
320 325 330 



gtt cat ctt tat tat gtt gga ggg gag gtg tat gee gaa tgc ctt agt 147 9 
Val His Leu Tyr Tyr Val Gly Gly Glu Val Tyr Ala Glu Cys Leu Ser 
335 340 345 



gac agt age ate ttt gtg caa agt egg aac tgc aac tac cat cat gga 1527 
Asp Ser Ser lie Phe Val Gin Ser Arg Asn Cys Asn Tyr His His Gly 
350 355 360 365 



ttt cat cct act act gtt tgc aag ate cct agt ggg tgt agt ctg aaa 1575 
Phe His Pro Thr Thr Val Cys Lys lie Pro Ser Gly Cys Ser Leu Lys 
370 375 380 



att ttt aac aac caa gaa ttt get cag tta ttg gca cag tct gtg aac 1623 
lie Phe Asn Asn Gin Glu Phe Ala Gin Leu Leu Ala Gin Ser Val Asn 
385 390 395 



cat gga ttt gag aca gtc tat gag ctt aca aaa atg tgt act ata cgt 1671 
His Gly Phe Glu Thr Val Tyr Glu Leu Thr Lys Met Cys Thr lie Arg 
400 405 410 



atg age ttt gtg aag ggc tgg gga gca gaa tac cac cgc cag gat gtt 1719 
Met Ser Phe Val Lys Gly Trp Gly Ala Glu Tyr His Arg Gin Asp Val 
415 420 425 



act age acc ccc tgc tgg att gag ata cat ctg cac ggc ccc etc cag 1767 
Thr Ser Thr Pro Cys Trp lie Glu lie His Leu His Gly Pro Leu Gin 
430 435 440 445 



tgg ctg gat aaa gtt ctt act caa atg ggt tea cct cat aat cct att 1815 
Trp Leu Asp Lys Val Leu Thr Gin Met Gly Ser Pro His Asn Pro lie 
450 455 460 



tea tct gta tct taa atggccccag catctgcctc tggaaaacta ttgagccttg 
Ser Ser Val Ser 
465 



1870 



catgtacttg aaggatggat gagtcagaca cgattgagaa ctgacaaagg agccttgata 1930 
atacttgacc tctgtgacca actgttggat tcagaaattt aaacaaaaaa aaaaaaaaaa 1990 



<210> 2 

<211> 1970 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 

<222> (283) . . (1794) 



<400> 2 

aggaaacggt ttattaggag 
agaaacattt ttgctccagc 
gagcgagccc ctccccggct 
ccagcgctgg cggtgcaact 
aggctagcgc cccgccaccc 



ggagtggtgg agctgggcca 
ccccatccca gtcccgggag 
ccagcccggt ccggggccgc 
gcggccgcgc ggtggagggg 
gcagagcggg cccagaggga 



ggcaggaaga cgctggaata 60 

gctgccgcgc cagctgcgcc 120 

gccggacccc agcccgccgt 180 

aggtggcccc ggtccgccga 240 

cc atg acc ttg ggc 294 

Met Thr Leu Gly 



tec ccc agg aaa ggc ctt ctg atg ctg ctg atg gec ttg gtg acc cag 342 
Ser Pro Arg Lys Gly Leu Leu Met Leu Leu Met Ala Leu Val Thr Gin 
5 10 15 20 



gga gac cct gtg aag ccg tct egg ggc ccg ctg gtg acc tgc acg tgt 390 
Gly Asp Pro Val Lys Pro Ser Arg Gly Pro Leu Val Thr Cys Thr Cys 
25 30 35 



gag age cca cat tgc aag ggg cct acc tgc egg ggg gee tgg tgc aca 438 
Glu Ser Pro His Cys Lys Gly Pro Thr Cys Arg Gly Ala Trp Cys Thr 
40 45 50 



gta gtg ctg gtg egg gag gag ggg agg cac ccc cag gaa cat egg ggc 48 6 
Val Val Leu Val Arg Glu Glu Gly Arg His Pro Gin Glu His Arg Gly 
55 60 65 



tgc ggg aac ttg cac agg gag etc tgc agg ggg cgc ccc acc gag ttc 534 
Cys Gly Asn Leu His Arg Glu Leu Cys Arg Gly Arg Pro Thr Glu Phe 
70 75 80 



gtc aac cac tac tgc tgc gac age cac etc tgc aac cac aac gtg tec 582 
Val Asn His Tyr Cys Cys Asp Ser His Leu Cys Asn His Asn Val Ser 
85 90 95 100 



ctg gtg ctg gag gec acc caa cct cct teg gag cag ccg gga aca gat 630 
Leu Val Leu Glu Ala Thr Gin Pro Pro Ser Glu Gin Pro Gly Thr Asp 
105 110 115 



ggc cag ctg gcc ctg ate ctg ggc ccc gtg ctg gec ttg ctg gec ctg 678 

Gly Gin Leu Ala Leu lie Leu Gly Pro Val Leu Ala Leu Leu Ala Leu 

120 125 130 

gtg gcc ctg ggt gtc ctg ggc ctg tgg cat gtc cga egg agg cag gag 72 6 

Val Ala Leu Gly Val Leu Gly Leu Trp His Val Arg Arg Arg Gin Glu 

135 140 145 

aag cag cgt ggc ctg cac age gag ctg gga gag tec agt etc ate ctg 774 

Lys Gin Arg Gly Leu His Ser Glu Leu Gly Glu Ser Ser Leu lie Leu 

150 155 160 

aaa gca tct gag cag ggc gac acg atg ttg ggg gac etc ctg gac agt 822 

Lys Ala Ser Glu Gin Gly Asp Thr Met Leu Gly Asp Leu Leu Asp Ser 

165 170 175 180 

gac tgc acc aca ggg agt ggc tea ggg etc ccc ttc ctg gtg cag agg 870 

Asp Cys Thr Thr Gly Ser Gly Ser Gly Leu Pro Phe Leu Val Gin Arg 

185 190 195 

aca gtg gca egg cag gtt gcc ttg gtg gag tgt gtg gga aaa ggc cgc 918 

Thr Val Ala Arg Gin Val Ala Leu Val Glu Cys Val Gly Lys Gly Arg 

200 205 210 

tat ggc gaa gtg tgg egg ggc ttg tgg cac ggt gag agt gtg gcc gtc 966 

Tyr Gly Glu Val Trp Arg Gly Leu Trp His Gly Glu Ser Val Ala Val 

215 220 225 

aag ate ttc tec teg agg gat gaa cag tec tgg ttc egg gag act gag 1014 

Lys lie Phe Ser Ser Arg Asp Glu Gin Ser Trp Phe Arg Glu Thr Glu 

230 235 240 

ate tat aac aca gta ttg etc aga cac gac aac ate eta ggc ttc ate 1062 

lie Tyr Asn Thr Val Leu Leu Arg His Asp Asn lie Leu Gly Phe lie 

245 250 255 260 

gcc tea gac atg acc tec cgc aac teg age acg cag ctg tgg etc ate 1110 

Ala Ser Asp Met Thr Ser Arg Asn Ser Ser Thr Gin Leu Trp Leu lie 

265 270 275 

acg cac tac cac gag cac ggc tec etc tac gac ttt ctg cag aga cag 1158 

Thr His Tyr His Glu His Gly Ser Leu Tyr Asp Phe Leu Gin Arg Gin 

280 285 290 

acg ctg gag ccc cat ctg get ctg agg eta get gtg tec gcg gca tgc 1206 

Thr Leu Glu Pro His Leu Ala Leu Arg Leu Ala Val Ser Ala Ala Cys 

295 300 305 

ggc ctg gcg cac ctg cac gtg gag ate ttc ggt aca cag ggc aaa cca 1254 

Gly Leu Ala His Leu His Val Glu lie Phe Gly Thr Gin Gly Lys Pro 

310 315 320 

gcc att gcc cac cgc gac ttc aag age cgc aat gtg ctg gtc aag age 1302 

Ala lie Ala His Arg Asp Phe Lys Ser Arg Asn Val Leu Val Lys Ser 

325 330 335 340 



aac ctg cag tgt tgc ate gcc gac ctg ggc ctg get gtg atg cac tea 



1350 



Asn Leu Gin Cys Cys lie Ala Asp Leu Gly Leu Ala Val Met His Ser 
345 350 355 



cag ggc age gat tac ctg gac ate ggc aac aac ccg aga gtg ggc acc 1398 

Gin Gly Ser Asp Tyr Leu Asp lie Gly Asn Asn Pro Arg Val Gly Thr 

360 365 370 

aag egg tac atg gca ccc gag gtg ctg gac gag cag ate cgc acg gac 144 6 

Lys Arg Tyr Met Ala Pro Glu Val Leu Asp Glu Gin lie Arg Thr Asp 

375 380 385 

tgc ttt gag tec tac aag tgg act gac ate tgg gec ttt ggc ctg gtg 1494 

Cys Phe Glu Ser Tyr Lys Trp Thr Asp lie Trp Ala Phe Gly Leu Val 
390 395 400 

ctg tgg gag att gec cgc egg acc ate gtg aat ggc ate gtg gag gac 1542 

Leu Trp Glu lie Ala Arg Arg Thr lie Val Asn Gly lie Val Glu Asp 

405 410 415 420 

tat aga cca ccc ttc tat gat gtg gtg ccc aat gac ccc age ttt gag 1590 

Tyr Arg Pro Pro Phe Tyr Asp Val Val Pro Asn Asp Pro Ser Phe Glu 
425 430 435 

gac atg aag aag gtg gtg tgt gtg gat cag cag acc ccc acc ate cct 1638 

Asp Met Lys Lys Val Val Cys Val Asp Gin Gin Thr Pro Thr lie Pro 

440 445 450 

aac egg ctg get gca gac ccg gtc etc tea ggc eta get cag atg atg 168 6 

Asn Arg Leu Ala Ala Asp Pro Val Leu Ser Gly Leu Ala Gin Met Met 

455 460 465 

egg gag tgc tgg tac cca aac ccc tct gec cga etc acc gcg ctg egg 1734 

Arg Glu Cys Trp Tyr Pro Asn Pro Ser Ala Arg Leu Thr Ala Leu Arg 
470 475 480 

ate aag aag aca eta caa aaa att age aac agt cca gag aag cct aaa 1782 

lie Lys Lys Thr Leu Gin Lys lie Ser Asn Ser Pro Glu Lys Pro Lys 

485 490 495 500 

gtg att caa tag cccaggagca cctgattcct ttctgcctgc agggggctgg 1834 
Val lie Gin 



gggggtgggg ggcagtggat ggtgccctat ctgggtagag gtagtgtgag tgtggtgtgt 1894 
gctggggatg ggcagctgcg cctgcctgct cggcccccag cccacccagc caaaaataca 1954 
gctgggctga aacctg 1970 



<210> 3 

<211> 1547 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (324) . . (1514) 



<400> 3 

ggggacttct tgaacttgca gggagaataa cttgcgcacc ccactttgcg ccggtgcctt 60 



tgccccagcg gagcctgctt cgccatctcc gagccccacc gcccctccac tcctcggcct 120 

tgcccgacac tgagacgctg ttcccagcgt gaaaagagag actgcgcggc cggcacccgg 180 

gagaaggagg aggcaaagaa aaggaacgga cattcggtcc ttgcgccagg tcctttgacc 240 

agagtttttc catgtggacg ctctttcaat ggacgtgtcc ccgcgtgctt cttagacgga 300 

ctgcggtctc ctaaaggtcg acc atg gtg gcc ggg acc cgc tgt ctt eta gcg 353 

Met Val Ala Gly Thr Arg Cys Leu Leu Ala 
15 10 

ttg ctg ctt ccc cag gtc etc ctg ggc ggc gcg get ggc etc gtt ccg 401 
Leu Leu Leu Pro Gin Val Leu Leu Gly Gly Ala Ala Gly Leu Val Pro 
15 20 25 

gag ctg ggc cgc agg aag ttc gcg gcg gcg teg teg ggc cgc ccc tea 449 
Glu Leu Gly Arg Arg Lys Phe Ala Ala Ala Ser Ser Gly Arg Pro Ser 
30 35 40 

tec cag ccc tct gac gag gtc ctg age gag ttc gag ttg egg ctg etc 497 
Ser Gin Pro Ser Asp Glu Val Leu Ser Glu Phe Glu Leu Arg Leu Leu 
45 50 55 

age atg ttc ggc ctg aaa cag aga ccc acc ccc age agg gac gcc gtg 545 
Ser Met Phe Gly Leu Lys Gin Arg Pro Thr Pro Ser Arg Asp Ala Val 
60 65 70 

gtg ccc ccc tac atg eta gac ctg tat cgc agg cac tea ggt cag ccg 593 
Val Pro Pro Tyr Met Leu Asp Leu Tyr Arg Arg His Ser Gly Gin Pro 
75 80 85 90 

ggc tea ccc gcc cca gac cac egg ttg gag agg gca gcc age cga gcc 641 
Gly Ser Pro Ala Pro Asp His Arg Leu Glu Arg Ala Ala Ser Arg Ala 
95 100 105 

aac act gtg cgc age ttc cac cat gaa gaa tct ttg gaa gaa eta cca 689 
Asn Thr Val Arg Ser Phe His His Glu Glu Ser Leu Glu Glu Leu Pro 
110 115 120 

gaa acg agt ggg aaa aca acc egg aga ttc ttc ttt aat tta agt tct 737 
Glu Thr Ser Gly Lys Thr Thr Arg Arg Phe Phe Phe Asn Leu Ser Ser 
125 130 135 

ate ccc acg gag gag ttt ate acc tea gca gag ctt cag gtt ttc cga 785 
lie Pro Thr Glu Glu Phe lie Thr Ser Ala Glu Leu Gin Val Phe Arg 
140 145 150 

gaa cag atg caa gat get tta gga aac aat age agt ttc cat cac cga 8 33 
Glu Gin Met Gin Asp Ala Leu Gly Asn Asn Ser Ser Phe His His Arg 
155 160 165 170 



att aat att tat gaa ate ata aaa cct gca aca gcc aac teg aaa ttc 



881 



lie Asn lie Tyr Glu lie lie Lys Pro Ala Thr Ala Asn Ser Lys Phe 
175 180 185 

ccc gtg acc aga ctt ttg gac acc agg ttg gtg aat cag aat gca age 929 

Pro Val Thr Arg Leu Leu Asp Th 



